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Composition and Treatment with Biologically Active 
Peptides and Antibiotic 

This application is a continuation-in-part of 
Application Serial No. 339,292, filed April 17, 1989. 

This invention relates to biologically active 
peptides, and more particularly to compositions and 
uses involving biologically active peptides and an 
antibiotic; in particular an antibiotic selected from 
the class consisting of bacitracins, aminoglycosides, 
hydrophobic antibiotics, penicillins, monobactams or 
derivatives or analogues thereof. 

It has been disclosed that agents such as 
polymyxin B nonapeptide, which disrupt the outer 
membrane of Gram-negative bacteria, increase the 
potency of certain antibiotics, such as fusidic acid, 
novobiocin, and erythromycin, against the organisms 
Viljanen, et al, "Susceptibility of Gram-Negative 
Bacteria to Polymyxin B Nonapeptide," Antimicrobial 
Agents and Chemotherapy. Vol. 25, No. 6, Pgs. 701-705 
(June 1984). Viljanen, et al, in "Susceptbility of 
Gram-Negative Bacteria to the Synergistic 
Bactericidal Action of Serum and Polymyxin B 
Nonapeptide," Can. J. Microbiol . Vol. 32 pgs. 66-69 
(1986), disclose a synergistic effect of polymyxin B 
nonapeptide and serum in bactericidal action against 
E'Cpli strains, strains of Salmonella tvphimurium . 
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Klebisiella spaciea , Enterobacter cloacae . 
Ps eudoraotiaa inf luenzaa . Vaara, et al., have 
disclosed a synergistic effect of polymyxin B 
nonapeptide and novobiocin, fusidic acid, 
erythromycin, clindamycin, nafcillin, and cloxacillin 
againist is^both encapsulated E.coli and smooth 
Salmonella tvphimurimii. Antimicrobial Aeenta and 
caiemo therapy. Vol. 24, No. 1, pgs. 107-113. (July 
1983). 

In accordance with an aspect of the present 
inyentio^;,^ there is provided a composition which 
includes at least one biologically active amphiphilic 
V peptide; iOx^ an antibiotic; in particular an 
antibiotic selected from the group comprising 
bacitracins, dninpglycosides , hydrophobic antibiotics 
(including btJt not limited to erythromycin and 
deri-vr^tives or analogues thereof), penicillins, 
monbbactffins , or derivatives or analogues thereof. 

In ajBcordance with another aspect of the present 
iny'^tiott^, there is provided a process wherein there 
is Udmixiistered to a host at least one biologically 
aftfve amphipiiilic peptide; and an antibiotic; in 
p^a^icmlar lan antibiotic selected from the group 
comprising bacitracins, aminoglycosides, hydrophobic 
antiiiioties l^c^^^ but not limited to 
, «*|^^|hromypln jBu^ derivatives or analogues thereof), 
; ' pisiiicilli^s, mohobactams, or derivatives or analogues 
thex^of. . 

' Although , the invention is not to be limited to 
*«*7.:<^lieoretibal reasoning, it is believed that the 
peptides fpiD^loyed in the present invention interact 
with the membranes of bacterial cells and such 
interaction enhances the ability of the 
. abbye-mentioned antibiotics to cross the membrane. 
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It is to be understood, however, that the scope of 
the invention is not limited to such antibiotics. 

The bacitracins , and derivatives and analogues 
thereof, are a group of polypeptide antibiotics. A 
preferred bacitracin is bacitracin A. 

Aminoglycoside antibiotics include tobramycin, 
kanamycin, amikacin, the gentamicins (e.g., 
gentamicin Cj^, gentamicin C^* gentamicin C^^) , 
netilmicin, kanamycin, and gramacidin, polymyxin, 
vancomycin, and teichoplanin and derivatives and 
analogues thereof. The preferred aminoglycosides are 
tobramycin and the gentamicins. The aminoglycosides, 
and the bacitracins hereinabove described, tend to be 
'lydrophilic and water-soluble. 

Penicillins which may be employed in accordance 
with the present invention include, but are not 
limited to benzyl penicillin, ampicillin, methicillin 
(dimethoxyphenyl penicillin), ticaricillin, 
penicillin V (phenoxymethyl penicillin), oxacillin, 
cloxacillin, dicloxacillin, f lucloxacillin, 
amoxicillin, and amidinocillin. Preferred 
penicillins which may be employed are benzyl 
penicillin and ampicillin. A preferred monobactam 
which may be employed is aztreonam. 

As representative examples of hydrophobic 
antibiotics which may be used in the present 
invention, there may be mentioned macrolidea such as 
erythromycin, roxythromycin, clarithromycin, etc.; 
9-N-alkyl derivatives of erythromycin; midecamycin 
acetate; azithromycin; flurlthromycin; rifabutin; 
rokitamycin; a 6-0-methyl erythromycin A known as 
TE-031 (Taisho); rifapentine; benzypiperazinyl 
rifamycins such as C6F-7040, C6P-5909, C6P-279353 
(Ciba-Geigy); an erythromycin A derivative with a 
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cj^clic carbaatfe fused to the ^^1/^12 position of a 
mat^olide rihgr known as A-62514 (Abbott); AC-7230 
itofo Jbzo); benzoxazinorifamycin; difficidin; 
dirithroiaycin; :€t 3-N-piperdinoinethylzaino methyl 
rifawycin SV known as FCE-22250 (Farmitalia) ; M-119-a 
(Kijrih Brewery); a 6-0-methyl-l-4"-0-carbambyl 
er^thromycifi known as A-63075 (Abbott); 
3-foriiiylrifaiiiycin SV-hydrazones with 
diazabicyploall^l side chains such as C6F-27557 aiid 
qGP'298.6 (Cibtt-Geigy); and 16 -member ed macro 1 ides 
having a 3-0-alpha-L-cladinosyl moiety, such as 
3-0-alpharLrcladinosyldeepoxy rosaramicin; tylosins 
: and.. acyi 4emy:|Binosyl tylosins. 

■ In sidditioh to the macrolides hereinabove 
describe* V» rifamycini carbenicillin, and nafcillin 
mflCvbe employed ais well. 

. Qtheir antibiotics which may be used (whether or 
not hydrophobic 1 are antibiotics which are 50- S 
ribQsoraie inhibitors such as lincomycin; clindamycin; 
and jpliloramphenicol; etc.; antibiotics which have a 
lar^e. lipid like lactone ring, such as mystatin; 
pim«(ricin,i 

Tttei preferred hydrophobic antibiotics are the 
, maci'olides . fuul, in particular erythromycin and 
derivatives an4 .analogues thereof. 

The faiologically active amphiphilic peptides 
tiaptoytui in the present invention are generally water 
ftolcd^lfh to a conQiftntration of at least 20-mg/ml at 
neutral pB in water. In addition, the structure of 
. such: pe^t^de provides for flexibility of the peptide 
molecule^ When the peptide is placed in water, it 
does libt assumi^ an aaqphiphilic structure. When the 
peptide encounters an oily surface or mdnbrane, the 
peptide dxain folds upon itself into a rod- like 
structure. Such peptides are also preferably 
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non- hemolytic; i.e.; they will not rupture blood 
cells at effective concentrations. 

In general, such peptides have at least 16 amino 
acids, and preferably at least 20 amino acids. In 
most cases, such peptides do not have in excess of 50 
amino acids. 

In general, the biologically active petpdies 
employed in the present invention are ion 
channel- forming peptides. An ion channel- forming 
peptide or ionophore is a peptide which increases the 
permeability for ions across a natural or synthetic 
lipid membrane. B. Christensen et al. PNAS Vol. 85 
P. 5072-76 (July, 1988) describes methodology which 
indicates whether or not a peptide has ion 
channel -forming iroperties and is therefore an 
ionophore. As used herein an ion channel- forming 
peptide is a peptide which has ion channel- forming 
properties as determined by the method of Christensen 
et al. In most cases, the ion channel forming 
peptides used in the present invention are anion 
channel forming peptides (the peptides increase the 
permeability of anions) as determined by the method 
of Christensen et al. 

An amphiphilic peptide is a peptide which 
includes both hydrophobic and hydrophilic peptide 
regions. 

Although the biologically active amphiphilic 
(amphipathic) ion channel- forming peptides are 
capable of forming ion channels, the ability of such 
peptides and the above-mentioned antibiotics to 
potentiate each other is not necesssirily dependent 
upon the antibiotic crossing a membrane through such 
channels. Thus, although the ability to form ion 
channels may be a characteristic of a type of peptide 
used in the invention, the invention is not limited 
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to the formation and/or use of such channels as part 
of the mechanism for the peptide potentiating the 
. antibiotic or vice versa. Similarly, although 

Applicant believes that such peptides interact with 
the n^embrane of bacterial cells and such interaction 
is the mechanism by which the antibiotic potentiates 
thev peptide and vice versa, the present invention is 
not limited to such a mechanism. 

V The term "potentiate", as used herein, means 
eit|ier that the biol^ active amphiphilic 

peptide is effective in increasing the biological 
activity of the above-mentioned antibiotics against a 
taxriiet cell so , thereby the antibiotic may be employed 
in ah.-amount lower than which would be required for 
prevent ixig, destroying or inhibiting growth of a 
target c^il, and/or that the peptide may be employed 
in an a^otint lower than which would be required for 
preventing, destroylxig, or inhibiting growth of a 
target cell. 

The administration of the biologically active 
app^phllic peptides and antibiotic to a target cell 
may >e direct administration to the cell or systemic 
or topical administration to a host which includes 
the target cell, in order to prevent, destroy, or 
inhibit the growth of a target cell. Target cells 
whoiie growth may be prevented, inhibited, or 
dest;royed by the administration of the biologically 
act^ysk amphiphilic peptide and antibiotic Include 
Gran^rpdsitive and Gram-negative bacteria. 

For exaiiq>le, erythromycin, when employed without 
.^hi^^above'-mentloned peptides, is effective only 
iigainst Gram-positive organisms. Applicants have 
found unexpectedly that erythromycin, when employed 
in combination with the above-mentioned peptides, is 
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potentiated such that it becomes biologically 
effective against Gram-negative bacteria. Moreover, 
the erythromycin may be employed against 
Gram-positive bacteria in amounts lower than those 
normally used. Furthermore, such a result can be 
achieved by using peptide amounts lower than those 
normally used. 

The peptides employed in the present invention 
are capable of interacting selectively with membranes 
of bacteria. 

In general, the peptide is employed to provide 
peptide dosages of from 1 mg to 500 mg per kilogram 
of host weight, when administered systemically . When 
administered topically, the peptide is used in a 
concentration of from 0.1% to 10%. 

The antibiotic, such as those hereinabove 
described, or derivatives or analogues thereof, when 
used topically, is generally employed in a 
concentration of about 0.1% to about 10%. When used 
systemically, the antibiotic or derivative or 
analogue thereof is generally employed in an amount 
of from 1.25mg to about 45mg per kg of host weight 
per day. 

The use of a combination of peptide and an 
antibiotic such as those hereinabove described, or 
derivatives or analogues thereof in accordance with 
the present invention is effective as an antibiotic, 
and may be employed to inhibit, prevent or destroy 
the growth or proliferation of microbes, such as 
bacteria. 

The compositions have a broad range of potent 
antibiotic activity against a plurality of 
microorgwisms , including Gram-positive and 
Gram-negative bacteria. Such compositions may be 
employed for treating or 
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controlling microbial infection caused by organisms 
which ar«i sensitive to such composition. The 
treatment may comprise administering to a host 
organism or tissues acceptable to or affiliated with 
-a miii^robial infection an anti-microbial amount of 
subh peptide and an antibiotic. 
^ The compositions may also be used as 
preiservatiVfts or sterilants for materials susceptible 
. to' aiicroblal contamination. 

In accordance with a preferred embodiment, the 
peptide used In conjunction with an antibiotic such 
as : those hereilfiabove described, or derivatives or 
analogues* thij&reof is a basic (positively charged) 
f«Blypeptide hiving at least sixteen amino acids 
wherein the polypeptide includes at least eight 
hydrophobic intino acids and at least eight 
hydwKilic fiiiii*io acids. Still more particularly, 
the hydrophobic ^a#ino acids are in groups of two 
adjacent amino acids, and each group of two 
hyd«t)pho]»ic amino acids is spaced from another group 
of tiro h3fCrophobic amino acids by at least one amino 
acid other than hydrophobic amino acid (preferably 
at least two amino acids) and generally by no greater 
t^ain four amino acids, and the amino acids between 
pairs of Ibydropfabbic amino acids may or may not be 
hy4«*iphilic. ' ' 

the tiydrophilic amino acids are genera^lly also 
in gVseapB ti adjacent amino acids in which at 
leaiftt oiie^ of' the 'tvfto amino acids is a basic 
hydrophilic amino acid, with such groups of two 
hydrophillc amino acids being spaced from each other 
by at least bile amino acid other than a hydrophilic 
amixio -acid' (preferably at least two amino acids ) and 
generally no greater than four amino adds, and the 
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amino acids between pairs of hydrophilic amino acids 
may or may not be hydrophobic. 

In accordance with a particularly preferred 
embodiment, the polypeptide comprises a chain of at 
least four groups of amino acids, with each group 
consisting of four amino acids. Two of the four 
amino acids in each group are hydrophobic amino 
acids , and two of the four amino acids in each group 
are hydrophilic, with at least one of the hydrophilic 
amino acids in each group being a basic hydrophilic 
amino acid and the other being a basic or neutral 
hydrophilic amino acid. 

The hydrophobic amino acids may be selected from 
the class consisting of Ala, Cys, Phe, Gly, He, Leu, 
Met, Val. Trp, and Tyr. The neutral hydrophilic 
amino acids may be selected from the class consisting 
of Asn, Gin, Ser, and Thr. The basic hydrophilic 
amino acids may be selected from the class consisting 
of Lys, Arg, and His. 

Each of the groups of four amino acids may be of 
the sequence ABCD, BCDA. CDAB, or DABC, wherein A and 
B are each hydrophobic amino adds and may be the 
same or different, one of C or D is a basic 
hydrophilic amino acid, and the other of C or D is a 
basic or neutral hydrophilic amino acid and may be 
the same or different. In a preferred embodiment, 
the polypeptide chain may comprise 5 or 6 groups of 
this sequence. In each group, each of A, B, C and D 
may be the same in some or all of the groups or may 
be different in some or all of the groups. 

The polsrpeptide chain preferably has at least 20 
amino acids, and no greater than 50 amino acids. It 
is to be understood, however, that the polypeptide 
does not have to consist entirely of the groups 
described above. The polypeptide may have amino 
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acids extrenidlng from either or both ends of the noted 
g^fpups forming the polypeptide chain and/ or there may 
be amino acids between one or more of the at least 
four groves and still remain within the scope of the 
ihyention. 

.. The groups of amino acids may be repeating 
groups oi£ amino acids , or the amino acids in the 
yaziou^ groups may vary provided that in each group 
of ^he at least four groups of amino acids there are 
two hydrophobic and two hydrophilic cunino acids as 
hereinabove noted. 

\ tlttiBfjt in a preferred embodiment , : the 
bibiogically active polypeptide comprises a chain 
: including 4t least four groups of amino acids, each 
containing four ..amino acids. Two of the four amino 
acii^s. in each group are hydrophobic, at least one 
aiodU^o acid is basic hydrophilic, and the remaining 
one is basic or neutral hydrophilic, with the 
polypeptide chain preferably having at least 20 amino 
acids but; no greater than 50 amino-acids. 

Jxi otie embodiment, each of the at least four 
groups of amixu) acids which are in the peptide chain 
is of the sequence A-B-C-D, B-C-D-A, C-D-A-B or 
D-A-B-C wherein A and B are hydrophobic amino acids, 
one of C or D is baisic hydrophilic amino acid, and 
the other of G or D is basic or neutral hydrophilic 
amino acid. The resulting polypeptide chain, 
thierefore, may have one of the following sequences: 

(Xi)^(A-B-C-D)^(Yi)^ 

(X2)i(B-C-D-A)^(Y2)j, 

(X3)^(C-D-A-B)^(Y3)^, 
y(X4)^(D-A-B-C)^(Y4)^ 

wherein is D; C-D- or B-C-D-, Yj^ is -A or 
J: -A-B or -A-B-C 
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X2 is A- , D-A- or C-D-A- 
Y2 is -B, -B-C or B-C-D 
X3is B-, A-B-, D-A-B- 
Y3 is -C, -C-D, -C-D-A 
X^is C-, B-C-, A-B-C- 

is -D, -D-A, -D-A-B 
a is 0 or 1; b is 0 or 1 
and n is at least 4. 

It is to be understood that the peptide chain 
may include amino acids between the hereinabove noted 
groups of four amino acids provided that the spacing 
between such groups and the charge on the amino acids 
does not change the characteristics of the peptide 
chain which provide amphiphilicity and a positive 
charge and do not adversely affect the folding 
characteristics of the chain to that which is 
significantly different from one in which the 
hereinabove noted group of four amino acids are not 
spaced from each other. 

As representative examples of peptides in 
accordance with the present invention, there may be 
mentioned. 

I Ala-Phe-Ser-Lys-Ala-Phe-Ser-Lys-Ala-Phe-Ser- 
Lys-Ala-Fhe-Ser-Lys-Ala-Fhe-Ser-Lys 

II Ala-Phe-Ser-Lys-Ala-Phe-Ser-Lys-Ala-Phe-Ser- 

Lys-Ala-Phe-Ser-Lys-Ala-Phe-Ser-Lys-Ala-Phe- 
Ser-Lys. 

III Phe-Ser-Lys-Ala-Phe-Ser- 
Lys-Ala-Phe-Ser-Lys-Ala- 
Phe-Ser-Lys-Ala- 

IV Ser-Lys-Ala-Fhe-Ser-Lys-Ala- 

Phe-Ser-Lys-Ala-Phe-Ser-Lys-Ala- 
Phe-Ser-Lys>Ala-Phe- 

V Lys-Ala-Phe-Ser-Lys-Ala-Phe-Ser-Lys-Ala-Phe-Ser- 
Ly8-Ala-Phe>Ser 
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the peptide may have amino acids extending from 
either end of the chain. For example, the chains may 
have a Ser-Lys sequence before the "Ala" end, and/or 
an Ala-Phe sequence after the "Lys" end. Other amino 
acid sequences may a:iso be attached to the "Ala" 
and/or the "Lys" end. 

Similarly , in any polypeptide chain having at 
least four groups of amino acids of the sequence as 
described ^ove, the chain may have, for example, a 
C-p: sequence before the first A-B-C-D group. Also 
other amiiio acid isequences may be attached to the "A" 
wodl'OTC the '*D" end of one of these polypeptide 
ch^ns i . Also there may be amino acids in the chain 
whi^sh spice one or mere groups of the hereinabove 
noted f OUT amino abids from each other. 

The vpepl: ides may be produced by known techniques 
andwObtained in substantially pure form. For 
example ^ the peptides may be synthesized on an 
automatic synthesizer. Journal of the American 
Cfa^ical Society , Vol. 85 Pages 2149-54(1963). It is 
.also possible to produce such peptides by genetic 
engineering techniques. 

In accordance with another preferred embodiment, 
the peptide employed in conjunction with an 
antibiotic such as those hereinabove described, or 
der|.vatives or analogues thereof may be a magainin 
peptide. 

A magainin peptide is either a magainin such as 
Magainin X ^ II or III or an analogue or derivative 
thereof. The magainin peptides may include the 
following basic peptide structure X^^ 

— ^1"%1"*12"^13"^11''^14'^12"^11"^14" 

H2"^ir^ll"^ir*14a*^^15)n"^14a"'^14 
wherein R^^ is a hydrophobic amino acid, 

a basic hydrophilic amino acid; R^^ is a hydrophobic, 
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neutral hydrophilic, or basic hydrophilic amino acid; 
Rj^^ and Rj^^^ are hydrophobic or basic hydrophilic 
amino acids, is glutamic acid or aspartic acid, 
or a hydrophobic or basic hydrophilic amino acid, and 
n is 0 or 1. In a preferred embodiment, R^^ is a 
hydrophobic or neutral hydrophilic amino acid, Rj^^^ 
is a hydrophobic amino acid, and B.^^ is glutamic acid 
or aspartic acid. 

Thus, for example, a magainin peptide may 
include the following structure: 

^12 " ^12» 

where is the hereinabove described basic 
peptide structure and Yj^^ is 

(i) R12 

(ii) Ri4^ - R12; 
(iii) ^^irRi4a-I^i2» 

(iv) ^14"hl"'^14a"^12 

where K^^, ^li^* ***** ^14a *^ previously 

defined. 

A magainin peptide may also have the following 
structure: 

'^12"^12' 

wherein ^s as previously defined and Z^^ is: 

(i) Rj^g where Rj^g is a basic hydrophilic 
amino acid or asparagine or glutamine; or 

(ii) ^16 "^17 where R^^^ is a neutral 
hydrophilic amino acid, a hydrophobic amino acid, or 
a basic hydrophilic amino acid. Preferably, H^y is a 
neutral hydrophilic amino acid. 

A magainin peptide may also have the following 
structure: 

where X^2»^12' ^12 previously 
defined, and a is 0 or 1 and b is 0 or 1. 
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the vraagaihln peptides may also include the 
followihg basic peptide structure X^^: 

h4-hr^i4a-^i2"^ii-^ir^i2-h3-^ir^i4- 



3. ' ^12''\i"^ll"^12' 



tfherein R^, Rj^^* ^13. ^14, and Rj^^^ are amino 
isicids «8 hereixkabove described. 

The^magainin peptide may also include the 
following structure ^12-^12'* wherein X^^ is the 
hei^ii^bove described basic peptide structure and Z^^ 



is 



<^ll)n- (Hl^n (^ll)n- (Rl4a)n- (Rl5)n- (J^14a)n- 
(Rl4)n-(Ri6>n-(Ri7)n-» wherein R^^, R^^^, 

^15 * ^^16* ^17 a" amino acids as hereinabove 
described, and n is 0 or 1, and each n may be the 
same ot different. 

Thie magainin peptides generally include at least 
fourteen amino acids and may include up to forty 
lamitko acids. A magainin peptide preferably has 22 or 
23 9fflino acids. Accordingly, the hereinabove 
described basic peptide structures of a magainin 
peptide may include additional amino acids at the 
amino end or at the carboxyl end, or at both ends. 

As reprelr^ientative examples of such magainin 
peptides, there may be mentioned peptides having the 
following primary sequence (expressed as a single 
letter code) as well as appropriate analogues and 
'desrivatsives thereof: 

(a) (BHj) GI6KFLHSA6KF6KAFVGEIMKS(0H) or (NH, ) 
(Magainin I) 

(b) (KHg) 6i6KFLHSAKKFGKAFV6EIMMS(0H) or (NH^) 
(Magainin II) 

(c) (NHj) GIGKFLHSAKKFGKAFVGEIMN(OH) or (NH^) 
(Magainin HI) 

The following are examples of peptide 
derivatives or analogs of the basic structure: 
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(d) (NH^) IGKFLHSAKKFGKAFVGEIMNS(OH) or (NH,) 

(e) (NH^) GKFLHSAKKFGKAFVGEIMNS(OH) or (NH ) 

(f) (NH2) KFLHSAKKF6KAFVGEIMNS(0H) or (NHj) 
Magainin peptides are described in Proc. Natl. 
Sci. Vol. 84 pp. 5449-53 (Aug. 1987). The term 

"magainin peptides" as used herein refers to the 
basic magainin structure as well as derivatives and 
analogs thereof, including but not limited to the 
representative derivatives or analogs. 

In accordance with a further embodiment, the 
peptide employed in conjunction with an antibiotic 
such as bacitracin, tobramycin or gentamicin or 
derivatives or analogues thereof may be a PGLa 
peptide or an XPF peptide. 

A PGLa peptide is either PGLa or an analogue or 
derivative thereof. The PGLa peptides preferably 
include the following basic peptide structure X^^i 

" '^ir*17"^12"^ll-^14-hl-^ll- 
hl**14"^12"^ir^ll-*12"^ll- 

where Rj^j^, R^^^. R^^i and Rj^^ are as previously 
defined. 

The PGLa peptides generally include at least 
seventeen amino acids and may include as many as 
forty amino acids. Accordingly, the hereinabove 
described basic peptide structure for a PGLa peptide 
may include additional amino acids at the amino end 
or at the carboxyl end or at both the amino and 
carboxyl end. 

Thus, for example, a PGLa peptide may have the 
following structure: 

"^14'^14' 



where Xj^^ is as previously defined and 
(i) 
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(ii) 



Where Rj^^ is as previously defined. 
For e3cai5>le» a PGLa like peptide may also have 
the following structure: 



"^14" 2 14' 



where Xj^^ is as previously defined; and Z^^ is 



or 



where R^.^^ is as previously defined. 
A PGLa peptide may also have the following 
structure.: 

Where X^^; Y^^^ and Z^^ are as previously 
defined, a is 0 or 1 and b is 0 or 1. 

An XPF peptide is either XPF or an analogue or 
derivative thereof. The XPF peptides preferably 
include the following basic peptide structure X^g: 

^Il"^14"^i2"^ll"^ll"^12' 

hi'^ii" '^irha'hs'hi""' 

Wherein Rj^j^, K^^, Rj^^, r^^^ arid R^^^ are as 
previously defined and is glut amine or 
iisparagine. 

Thi*XPF peptides generally include at least 
nineteen amino acids and may include up to forty 
'amii# acids. Accordingly, the hereinabove described 
batfiS peptide structure of XPF may include additional 
aiaiiio acfds at the amino end, or at the carboxyl end 
or at both the amino and carboxyl ends. 

THii^, for example, an XPF peptide may include 
the following structure t ' ■ *• ' 

•^16 "^16' 

where Xj^g is as previously defined and Y,, is 

(i) R^^ or 

(ii) R^^-R^^ 
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where R^^^ and K^^ are is as previously defined. 
An XPF peptide may include the following 
structure: 

"^16"^16" 

where Xj^g is as previously defined and Z^^ is 

(i) Rj^j^; or 

(ii) ^11"^18» 

(iii) R^j-Rj^g-Proline; or 

(iv) Rj^j^-Rjg-Proline-Rj^2 

An XPF peptide may also have the following 
structure: 

where Xj^g, Y^^ and Z^^ are as previously 
defined: a is 0 or 1 and b is 0 or 1. 

Preferred are XPF or PGLa peptides, which are 
characterized by the following primary amino acid 
sequence (single letter amino acid code): 

PGLa : GMASKAGAIAGKIAKVALKAL (NH^) 
XPF : GWASKIGQTLGKIAKVGLKELIQPK 
A review of XPF and PGLa can be found in Hoffman 
et al, EMBO J. 2:711-714, 1983; Andreu et al, 
Biochem. 149:531-535, 1985; Gibson et al J. Biol. 
Chenu 261:5341-5349, 1986; and Giovannini et al, 
Biochem J. 243:113-120, 1987. 

In accordance with yet another embodiment, the 
peptide employed in conjunction with an antibiotic 
such as those hereinabove described, or derivatives 
or analogues thereof may be a CPF peptide or 
appropriate analogue or derviative thereof. 

A basic CPF peptide structure as well as 
analogues and derivatives thereof are herein 
sometimes referred to collectively as CPF peptides. 

The CPF peptide is preferably one which includes 
the following peptide structure X^q: 

■^2l'^2l'^22'^22"^l"^2r^23'^21" 
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wherein R2j^ is a hydrophobic amino acid; 
^22^^ a hydrophobic amino acid or a basic 
hydrophilic amino acid; 

K2ytB a basic hydrophilic amino acid; and 
^24 * hydrophobic or neutral hydrophilic 
amino acid; and 

*25 * basic or neutral hydrophilic amino 

acid. 

; The. hereinabove basic structure is hereinafter 
symbolically indicated as X^q. 

The hydrophobic amino acids may be Ala, Cys, 
Phe, Gly, He, Leu, Met, Val, Trp, and Tyr. 

^ The neutral hydrophilic amino acids may be Asn, 
Glh, Ser, and Thr. 

The basic hydrophilic amino acids may be Lys, 
Arg, and His. 

The OFF peptide may include only the hereinabove 
noted amino acids or may include additional amino 
acids at the amino end or carboxyl end or both the 

and carbojcyl end. In general, the peptide does 
not include more than 40 amino acids. 

The CPF peptides including the above basic 
peptide structure may have from 1 to 4 additional 
amino acids at the amino end. Accordingly, such 
: prelevred peptides may be represented by the 
' stnictural formula: 

whei^in Z^g is the hereinabove described basic 
peptide sjtrturture and Y^q is 
(i) ^5"» 
' (ii> R22"^25' « 

(iil) ^i-R22-^25' " 
;<iv) ^22"^21'^22"^25» P'^^^J^ably 

Glycine -R-,-R„-R,-- 
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wherein R^i* ^22* ***** ^25 *® previously 
defined. 

The carboxyl end of the basic peptide structure 
may also have additional amino acids which may range 
from 1 to 13 additional amino acids . 

In a preferred embodiment, the basic structure 
may have from 1 to 6 additional amino acids at the 
carboxyl end, which may be represented as follows: 

"^30"^30 wherein 

^30 hereinabove defined basic peptide 

structure and Z^q is 

(i) Rjl-' 

(ii) I^2r^21"5 

(iii) ^21-^21-^245 

(iv) ^21-^21-^24-^24 J 

(V) Jl2r^2r^^24-'^24-'^26*' 

(vi) '^21-^21-^24-%-^^26-®l"J 

(vii) R2r^2r'^24-^24-^26-Gln-Gln. 
wherein R^x ^24 previously defined, 

and R2g is proline or a hydrophobic amino acid. 

Preferred peptides may be represented by the 
following structural formula: 

wherein X3Q, Y^q and Z^q are as previously 
defined and a is 0 or 1 and b is 0 or 1. 

Representative examples of CPF peptides which 
are useful in the present invention have been 
described in the literature and comprise the 
following sequences (single letter amino acid code): 

( 1 ) GFGSFLGLALKAALKIGANALGGAPQQ 

(2) GLASFLGKALKAGLKIGAHLLGGAPQQ 

(3) GLASLLGKALKAGLKIGTHFLGGAPQQ 

( 4 ) GLASLLGKALKATLKIGTHFLGGAPQQ 

(5) GFASFLGKALKAALKIGANMLGGTPQQ 

(6) GFGSFLGKALKAALKIGANALGGAPQQ 
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: (7) GFGSFLGKALKAALKIGANALGGSPQQ 
(8) GFASFLGKALKAALKIGANLLGGTPQQ 

' A review of the CPF peptides can be found in 
Richter, K.y EggeXj R. , and Kreil (1986) J. Biol. 
Chan. 261, 3676-3680; Wakabayashi, T. Kato, H. , and 
Taciiibaba, S. (1985) Nucleic Acids Research 13, 
iei7-1828; Gibson, B.W., Poulter, L. , Williams, D.H., 
arid Maggio, J.E. (1986) J. Biol. Chem. 261, 
5341-5349. 

CPF peptides which may be employed in the 
present invention are represented by the following 
(single letter amino acid code): 

612S3LG4ALKA5LKIG678LGG9 ( 10 )QQ 



Where : 

1 = F, L 

2 s G, A 

3 s F, L 

4 « K, L 

5 = A, G, T 

6 « A, T 

7 s H, N 

8 = A, M, F, L 

9 s A, S, T 

10 a P, L 



The numbered .amino acids may be employed as 
described in ^uty combination to provide either a 
baeflc CPF peptide structure or an analogue or 
der:^yatlve. The term CPF peptide includes the basic 
pep1:ide structure as well as analogues or derivatives 
thefeof . 

In still another embodiment, the peptide 
employed in conjunction with an antibiotic such as 
tho^e hereinabove described, or derivatives or 
analogues theireof is a cecropin. The cecropins and 
analogues and derivatives thereof are described in 
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Ann. Rev. Microbiol 1987 , )/ol, 41 pages 103-26. in 
particular p. 108 and Chris tensen at al PNAS Vol. 85 
p. 5072-76, which are hereby incorporated by 
reference. 

The terra cecropin includes the basic structure 
as well as analogues and derivatives . 

In yet another embodiment, the peptide employed 
xn conjunction with an antibiotic such as those 
hereinabove described, or derivatives or analogues 
thereof is a sarcotoxin. The sarcotoxins and 
analogues and derivatives thereof are described in 
Molecular F.nfomoTnpY, pages 369-78. in particular p. 
3.75 Alan R. Liss Inc. (1987), which is hereby 
incorporated by reference. 

The term sarcotoxin includes the basic materials 
as well as analogues and derivatives. 

The bacitracins which may be employed in 
accordance with the present invention tend to be 
hydrophilic and water-soluble. The preferred 
bacitracin is bacitracin A. which is of the following 
structure: 



C-C7 
/ 

Preferred aminoglycoside antibiotics which may 
be employed are tobramycin and the gentamicins. 
'^fll^'^''^'^ i^^^'L'^^^ following structure: 
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The gentamicins (Gentamlcin Cj^, Gentaihicin 



and Gentamicin Cj_^), as well as netilmicin, have the 
foll^wlhg basic structure: 




For Gentamicin Cj^j Rj^ and each are CH3, the C^-C^ 
bond is a single bond, and R^ is H. For Gentamicin 

^2* ^1 ^® ^2 ^3 ***** ^^4*^5 

bond is a single bond. For Gentamicin Cj^^, R^^, R^ 

and Rj each are H, and the C^-C^ bond is a single 

bond. For netilmicin, Rj^ and R^ each are H, R^ is 

and^the C^-C^ bond is a double bond. 

Other aminoglycosides which may also be employed 

within the scope of the present invention include, 

but are not limited to, kanamycin and amikacin, as 

well as netilmicin, gramacidin, polymyxin, 

vancoi^cin, and teichoplanin. Kanamycin and amikacin 

are both of the following basic structure: 

For kaxxamycin, R is H, and for amikacin, R is: 

C - 6l - CH^ - CH^ - NH^ 

Erythromycin, which is isolated from 
'Streptomvces er vthrcus . is a member of s: group of 
compounds known as macrolides. The basic structure 



HO 
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is a large lactone ring to which unusual sugars are 
attached. The term "raacrolide" refers to a large 
ring formed from a chain of 14 to 20 carbon atoms by 
lactone condensation of a carboxyl and hydroxy 1 
group. Other macrolides include oleandomycin, 
spiramycin, kitasamycin, and carbonmycin. 
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It is also to be understood that other macrolide 
antibiotics, such as roxythromycin, clarithromycin, 
and others hereinabove described, may be employed as 
well- 

For purposes of illustration of examples of 
other macrolide structures, the following examples, 
in addition to the above structure of erythromycin, 
are given below. 

Rokitamycin is of the following structure: 
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CGP-7040, a benzapiperazinyl rifamycin, has the 
following structure: 



It is to be understood, however, that the scope 
of the present invention is not to be limited to the 
specific macrolides or macrolide structures 
hereinabove described. 

Preferred penicillins which may be employed in 
accordance with the present invention are benzyl 
penicillin (penicillin G) and ampicillin 
(alpha-amino-benzyl penicillin). Benzyl penicillin 
is of the following structure: 



A preferred monobactam which may be employed in 
accordance with the present invention is aztreonam. 



It is to be understood, however, that the scope 
of the invention is not to be limited to the specific 





0 




Ampicillin is of the following structure: 
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aatlbiotics and antibiotic structures hereinabove 
described. 

The present invention will be further described 
with respect to the following examples, however, the 
^ibrpe of the IniVention Is not to be limited thereby. 

Example 1 

S. aureus oreanisma are grown to mid log phase, 
and then diluted to 10^ organisms /ml in 1/2 strength 
trypttpiase soy broth. After the Incubation of the 
org^iisms, the minimal inhibitory concentralon in 
ug/ia for Z-52 MG-2(amide-terminated), PGLa, CPF 
Z-Sb, A-97, Magainln II, and Z-74 peptides, against 
' S. aureus was measured when each peptide was added 
"alone to the organisms. "MG-2 (amide)" is 
amider terminated Magainln II, and "Magainln II" is 
cl^b3^> terminated Magainln II. A-97 peptide Is of 
thet^ 'following structure: 

GIGKFUISAGKFGKAFVKIMKS - amide 
Z-74 peptide is of the following structure: 

B-Ala-GI6KFLHAAKKFAKAFVAEIMNS - amide 
The :PGLa peptide is of the following structure: 

GMASKA6AIA6KIAKVALKAL- amide . 

the minimal inhibitory concentration (MIC) for 
each peptide was then measured when 20% of the 
minioial inhibitory concentration of bacitracin, 
tobramycin or gentamidn, respecitvely, is added to 
the (Organisms along with the peptide. The gentamidn 
^d&pXoy-ed is a id.xture of Gentamlcin Cj^, Gentamidn 
' ^ia* Gentamidn For Examples 1-3, the MIC 

values for bacitracin are 2 pg /ml against S. aureus . 
64 pg/ml against E. coll . and >256 ug/ml against 
Pseudomanas aeruginosa . The MIC values for 
gentamitilii are 256 tig/ml against S. aureus . 2 pg/ml 
agafast Ev coll . and >256 pg/ml against P. 
aeruginosa. The MIC values for tobramycin are >256 
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pg/ml against S. aureus. 2 pg/ml against E. coli . and 
128 pg/ml against P. aeruginosa . CPF Z-50 peptide 
has structure number (8) of the CPF peptides 
hereinabove described. Z-52 peptide is of the 
structure (ALSK)gNH2. minimal inhibitory 

concentrations are given below in Table I. 

TABLE I 
MIC With 
^«Ptide Added Antibiotrin 

^^P^^^ g ^i2n§ Bacitracin Gentamiein Tobramycin 



Z-52 32 

M6-2 amide 256 

PGLa 32 

A-97 32 

Magainin 2 256 

Z-50 16 

Z-74 16 



8 
32 
16 
16 
128 
16 
16 



16 
4 
2 
4 
4 
2 
4 



16 
32 
32 
32 
32 
8 
8 



EXAMPLE 2 

E-coli organisms were incubated according to the 
prcedure described in Example 1. After the incubation, 
the minimal inhibitory concentrations against E.coli of 
each of the peptides described in Example 1 alone, as 
well as of each peptide when employed in combination 
with 20% of the MIC for bactracin, were then measured. 
The results are given in Table 2 below. 
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Peptide 



Peptide 
Alone 



Table 2 
MIC 

Peptide with 
Bacitraein 



Z-52 


8 


8 


amide 


16 


4 


FGLa 


16 


8 


Z-SO 


16 


16 


A-97 


8 


4 


Magainin XI 


32 


8 


(amide) 






Z-74 


16 


8 



Example 3 

In this example, P.aeruginoga organisms were 
incubated acebrding to the procedure described in 
Example 1. After the incubation, the minimal inhibitory 
concentrations of the peptides hereinabove described 
alone, as well as the peptides in combination with 20% 
of the mc of bacitiracin, were then measured. The 
results are given below in Table 3. 

.• Table 3 

Peptide MIC 

Peptide Peptide with 

Alone Bacitracin Added 



Z-52 

HG-2 amids 
PGLa 
Z-50 
A-97 

Magainin II 
Z-74 



16 
128 
64 
32 
32 
256 
16 



2 
8 
8 
4 
4 
16 
16 



EXAMPLE 4 
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In this example, E. coli or P. aerueinoaa organisms 
were incubated according to the procedure described in 
Example 1. After, the incubation, the minimal 
inhibitory concentrations of the peptides hereinabove 
described alone* as well as the peptides in combination 
with 20% of the minimal inhibitory concentrations (MIC) 
of benzyl penicillin or ampicillin, were then measured. 
The MIC of benzyl penicillin against E. coli is 6A 
Pg/ml, and of ampicillin against E. coli is 4 jig/ml. 
The results are given below in Table 4. 



E. coli- 





Peptide 


Peptide 


alone 


Z-52 


16 


Mg 2 -amide 


64 


P6La 


32 


Magainin 




II 


64 


Z-50 


32 


A- 97 


32 


Z-74 


4 



TABLE 4 

MIC 
Peptide and 
BenzYl penicillin 



32 

32 
16 



Peptide and 
Ampicillin 

16 
8 

16 

16 
8 

16 
8 



P. aeruginogft . 
Peptide 



PGLa 128 
Hg-2 
amide 256 



32 
128 



32 



128 
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EXAMPLE 5 

: E. coll ami P. aeruoeinosa organisms were incubated 
according to the procedure described in Example 1. 
Aftrer the incubation, the minimal inhibitory 
coi^entrations of the peptides hereinabove described 
alone, as well as the peptides in combination with 20% 
^ of the MIC of the monobactam antibiotic aztreonam, were 
then maasured. The MIC of aztreonam against E. coli is 
a 2 pg/ml, and- against P. aeruginosa is 8 pg/ml. The 
results are given below in Table 5 . 



wo 90/12587 



PCr/US90/01974 



-31- 

TABLE 5 

E. coli - 

MIC 





Peptide 


Peptide with 


Peptide 


alone 


Aztreonam 


Z-52 


16 


2 


Mg 2 -amide 6 A 


32 


PGLa 


32 


4 


Z-50 


32 


8 


A- 97 


32 


8 


Magainin 






II 


64 


16 


Z-74 


4 


8 


P. aeruBinoaa^ 




Peptide 






Z-52 


32 


32 


Mg-2 






amide 


128 


64 


PGLa 


128 


64 


Z-50 


64 


32 


A- 97 


32 


32 


Magainin 






II 


256 


128 


Z-74 


32 


8 



The above results indicate that when one of the 
biologically active ion- channel forming peptides 
hereinabove described is added in combination with 
bacitracin, tobramycin, gentamicin, benzyl penicillin, 
ampicillin, or aztreonam, in an amount of 20% of the MIC 
of these antibiotics, against S. aureus . E.coli . or 
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P. aeruginosa, there is, in most cases, a resulting 
synergy between the peptide and the antibiotic. In most 
cases, less peptide and less antibiotic may be used 
against these organisms when peptide and antibiotic are 
employed in combination, than if peptide or antibiotic 
aiohe were employed. 

Example 6 

In this example, the effect of a combination of 
erythromyfeLn and biologically active amphiphilic ion 
channel- JE>rmlng peptide will be measured against 
K.roeximoniae. P.iaeruginosa . E.coli . and S . aureus . 

For each of the organisms listed in Table 6 below, 
10 organisms were mid- log inoculated into 200 ml of 
one-half strength trypticase soy broth. The organisms 
were incubated for 15 hrs. at 37°C. After the 
ihcpbation of the organisms , the minimal inhibitory 
concentration in pg/ml for Magainin II 
( amide- 1 erminat ed ) , shown as M6N2, CPF Z-50 
(amide- terminated) peptide, Z-52 (amide- terminated) 
peptide, against each species of organism was measured 
wherein 10 pg/ml of erythromycin was added and wherein 
no erythromycin was added. The minimal inhibitory 
concentration of erythromycin alone against each species 
of organism was also measured. The minimal inhibitory 
concentrations in pg/ml are given below in Table 6. For 
purposes of ei^lanation, the "+'• and signs below the 
"Erythromycitx (10 pg/ml)" column indicate the presence 
or absence, respectively, of erythromycin administered 
in combination with one of the biologically active 
peptides . K. pneumoniae . P.aerueinoaa . and E.coli are 
Orsii^- negative bacteria. 
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Table 6 

Minimal Inhibitory Concentration (pg/ml) 



OrRanism 
K.Pneumoniaa 

P.aeruguinosa 

E.coli 



Erthromycin MGN2 

(10 ug/ml) amide 

- 5 

+ <0.5 

50-100 
+ <5.0 

- 5 

+ 0.5 



CPF 



Z-52 



Z-50 amide amide 



<0.5 
<0.5 

<5.0 
<0.5 

<5.0 
<0.5 



1.5 
<0.5 

5-15 
<1.5 

1.5 
<0.5 



The above results show that when one of tha 
biologically active ion channel- forming peptides 
shown in Table 6 is added to 10 pg/ml of 
erythromycin, such a combination of peptide and 
erythromycin is effective against the. Gram- negative 
organisms shown, whereas greater than 100 fig/ml of 
erythromycin alone is required for effective 
biological activity against these Gram-negative 
organisms. The addition of erythromycin to the 
biologically active peptides also enables one to use 
less of the biologically active peptide against 
Gram-negative organisms. Thus, there is provided a 
simergistie effect against Graa-negative organisms 
when erythromycin and a biologically active 
amphiphilic ion channel-forming peptide are 
administered to inhibit growth of Gram-negative 
organisms. 

It was also found that a concentration from 
about 0.6 pg/ml to about 1.25 pg/ml of erythromycin 
alone was required for effective biological activity 



Erythro- 
mycin 

>100 



>100 



>100 
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agaixist aureus, a Gram-positive organism, and that 
greater jthan 250 pg/ml of amide-terminated Magainin 
It alone was required for effective biological 
activity against S . aureus . A combination of 10 ug/ml 
of amide- terminated Magainin II and 0.03 ug/ml of 
erythroiitycin, however, also showed effective 
biological activity against S . aureus . Thus, it has 
also been shown thftt a synergistic effect against 
Gram-positive organisms is also obtained when 
erythromyiitt and a biologically active amphiphilic 
ion channel forming peptide are administered to 
inhibit growth of Gram-^positive organisms. The 
addition of erythromycin to the biologically active 
peptide enables one use less of the biologically 
active peptide against a Gram-positive organism. 

^« |>eptide and antibiotic such as those 
hereinabove described, may be employed for treating a 
wide variety of hosts. In accordance with a 
pre|erred embodiment, a host is an animal, and such 
animal majr be a human or non- human animal. It is 
also possibie^to administer the peptide and 
antibiotic in separate forms. For example, the 
antibiotic may be administered systemically and the 
peptide m|y be administered topically. 
• ^ ; l^i* P«Pti<d^^^ antibiotic such as those 

^•^l^^'^®*^* be employed in a wide 
variety of pharmaceutical coiiq>ositions in combination 
wit]i| A non-toxic pharmaceutical carrier or vehicle 
such ias a filler, non-toxic buffer, or physiological 
Saline sd^tion. Such pharmaceutical compositions 
may be us^d topically or systemically and may be in 
any suitable form such as a liquid, solid, 
semi- sqliid, injectable solution, tablet, ointment, 
lotion, paste, capsule, or the like. The peptide 
and/or aiitibiotic such as those hereinabove described 
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may also be used in combination with adjuvants, 
protease inhibitors, or compatible drugs where such a 
combination is seen to be desirable or advantageous 
in controlling infection caused by harmful 
microorganisms. 

When the peptide is administered topically, it 
is administered in combination with a water-soluble 
vehicle, said water-soluble vehicle being in the form 
of an ointment, cream, lotion, paste, or the like. 
Examples of water-soluble vehicles which may be 
employed include, but are not limited to, glycols, 
such as polyethylene glycol, hydroxycellulose, and KY 
Jelly. The water-soluble vehicle is preferably free 
of an oily substance. 

The combination of peptide and antibiotic of the 
present invention may be administered to a host; in 
particular an animal, in an effective antibiotic 
amount. When used to inhibit growth of bacterial 
cells, the combination, whether administered as a 
mixture or separately, is employM-in an effective 
antibacterial amount. When used to inhibit growth of 
fungi, such components are administered in an 
effective antifungal amount. 

As representative examples of administering the 
peptide and antibiotic for topical or local 
administration, the peptide could be administered in 
an amount of from about 0.1% to about 10% weight to 
weight; and the antibiotic is delivered in an amount 
of from about 0.1% to about 10% weight to weight. 

Numerous modifications and variations of the 
present invention are possible in light of the above 
teachings and, therefore, within the scope of the 
appended claims, the invention may be practiced 
otherwise than as particularly described. 
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WHAt IS CLAIMED IS 
: i 1* .A process comprising: 

admitii steering to a host at least one biologically 
*ctjye amphipliilic peptide, said peptide being an ion 
. chaimel- forming peptide; and 

v> *n *ntibioticis. selected from the class consisting of 
» >"»in^o8lycoside antibiotics, penicillins, 
moii^bfiict^s , hydrophobic antibiotics, 50- S ribosome 
inhiHtor^, abd antibiotics having a large lipid- like 
Uctoni ring, sai^^ biologically active amphiphilic peptide 
and fSaid ^anJtiJbiotic being administered in amounts 
effectiye to inhibit growth of a target cell of a host 

2. The process of Claim T wherein the peptide is a 
basic polypeptide having at least sixteen amino acids, 
wherein said basic polypeptide includes at least eight 
hydrpphobic aniiiiiQ acids and at least eight hydrophilic 
amino acids . . 

, 3. The process of Claim 2 wherein said polypeptide 
comprises a chain of at least four groups of amino acids, 
each of said at least four groups consisting of four amino 
acids j whi^rein two of the four amino acids in each group 
are hydT:ophobic amino acids , and two of the four amino 
acids in each group are hydrophilic amino acids, with at 
leasjb one of the hydrophilic amino acids in each group 
being a basic hydrophilic amino acid and the other 
hy4tophilic amino acid being a basic or neutral 
hydrophilic amino acid. 

. ^ 4. The process of Claim 3 wherein each of said 
groups of four amino acids is of the sequence ABCD, BGDA, 
CDAB, or BABC, wherein A and B are each hydrophobic amino 
acid$ and may be the same or different, one of C or D is a 
basic hydr^ophilic amino acid, and the other of C or D is a 
basic or neutral hydrophilic amino acid and may be the 
sane or differe^it. 
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5. the process of Claim 1 wherein the peptide is a 
magainin peptide. 

6. The process of Claim 5 wherein said magainin 
peptide includes the following basic peptide structure: 

"^ll'^ll-^12"^13'^14"^12"^ll-^14' 

wherexn R^^^^ is a hydrophobic amino acid, Rj^^ is » basic 
hydrophilic amino acid, R^^^ is a hydrophobic, neutral 
hydrophilic, or basic hydrophilic amino acid, Rj^^ and K^^ 
are hydrophobic or basic hydrophilic amino acids, Rj^^ is 
glutamic acid or aspartic acid, a hydrophobic amino acid, 
or a basic hydrophilic amino acid, and n is 0 or 1. 

7. The process of Claim 6 wherin Rj^^ is a 
hydrophobic or neutral hydrophilic amino acid. 

8. The process of Claim 6 wherein Rj^^^ is a 
hydrophobic amino acid. 

9. The process of Claim 6 wherein is glutamic 
acid or aspartic acid. 

10. The process of Claim 5 wherin said magainin 
peptide is of the following basic peptide structure: 

"h4"^ll-^14a-h2-'^ll-^il-^12-^13-^ll- 

^14"^12'^11"^11"^12"" » 
wherein K^^ is a hydrophobic amino acid, Rj^^ is a basic 
hydrophilic amino acid, R^^g is a hydrophobic, neutral 
hydrophilic, or basic hydrophilic amino acid, and Rj^^ and 
^14a hydrophobic or basic hydrophilic amino acids. 

11. The process of Claim 10 wherein K^^ is a 
hydrophobic or neutral hydrophilic amino acid. 

12. The process of Claim 10 wherein Ti^^^ is a 
hydrophobic amino acid. 

13. The process of Claim 1 wherein the peptide is a 
ceeropin. 

14. The process of Claim 1 wherein the peptide is a 
sarcotoxin. 
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15. The process of Claim 1 wherein the peptide is a 
XPP peptide. 

16. The process of Claim 1 wherein the peptide is a 
^GL^ pept;i,de. 

17. The process of Claim 1 wherein the peptide is a 
CPF peptide. 

i The process of Claim 1 wherein said antibiotic 
is a bacitradih or an analogue or derviative thereof. 

19. ;:The process of Claim 1 wherein said antibiotics 
is jm aniinoglycoside antibiotic. 

20. The process of Claim 19 wherein said amino 
gtf^6Sid& antribiotic is tobramycin or a derivative or 
anaiogua thereof . 

21. The process of Claim 19 wherein said 
aminoglycoside antibiotic is a gentamicin or a derivative 
or ianali^gue thereof. 

22. The process of Claim 1 wheein said antibiotic is 
a penicillin or derivative or analogue thereof. 

^^t : The process of Claim 1 wherein said antibiotic 
is l^onoljactam or derivative or analogue thereof. 

•>24. The process of Claim 1 wherein said antibiotic 
is hydrophobic antibiotic. 

V 25.^. The process of Claim 24 wherein said hydrophobic 
an^#brpjii«j is a macrolide antibiotic. 

26.: The process of Claim 25 wherein said macrolide 
antibiotic is arythromycin or a derivative or analogue 
' thereof. 

ZT' .The process of Claim 1 wherein said antibiotic 
is s^Sd-Sj-ribosome inhibitor. 

28. The process of Claim 1 wherein said antibiotic 
has a large lipid- lika lactone ring. 

29. A coiiq>osition comprising: 

(a) at least one biologically active amphiphilic 
peptide, said peptide being an ion channel- forming 
peptide; and 
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(b) an antibiotic selected from the class consisting 
of bacitracins, aminoglycoside antibiotics, penicillins, 
monobactams , hydrophobic antibiotics, 50-S ribosome 
inhibitors, antibiotics having a large lipid- like lactone 
ring, and derivatives and analogues thereof. 

30. The composition of Claim 29 wherein said 
components (a) and (b) are present in an amount effective 
to inhibit growth of a target cell. 

31. The composition of Claim 29 wherein the peptide 
is a basic polypeptide having at least sixteen amino 
acids, wherein said basic polypeptide includes at least 
eight hydrophobic amino acids and at least eight 
hydrophilic amino acids. 

32. The composition of Claim 31 wherein said 
polypeptide comprises a chain of at least four groups of 
amino acids, each of said at least four groups consisting 
of four amino acids, wherein two of the four amino acids 
in each group are hydrophobic amino acids, and two of the 
four amino acids in each group are hydrophilic amino 
acids, with at least one of the hydrophilic amino acids in 
each group being a basic hydrophilic amino acid and the 
other hydrophilic amino acid being a basic or neutral 
hydrophilic amino acid. 

33. The composition of Claim 32 wherein each of said 
groups of four amino acids is of the sequence ABCD, BCDA, 
CDAB, or DABC, wherein A and B are each hydrophobic amino 
acids and may be the same or different, one of C or D is a 
basic hydrophilic amino acid, and the other of C or D is a 
basic or neutral hydrophilic amino acid and may be the 
same or different. 

34. The composition of Claim 29 wherein the peptide 
is a magainin peptide. 

35. The composition of Claim 34 wherein said 
magainin peptide includes the following basic peptide 
structure: 
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whe^ein is a hydrophobic amino acid, is a basic 
hydrophiiic amino acid, is a hydrophobic, neutral 
hydrophijic, or a basic hydrophiiic amino acid, Rj^^ and 
^I4k hydrophobic or basic hydrophiiic amino acids, Rj^^ 
is glutamic acid or aspartic acid^ a hydrophobic amino 
acid, or a basic hydrophiiic amino acid, and n is 0 or 1. 

36. The composition of Claim 35 wherein Ji^^ is a 
hydrophobic or basic hydrophiiic amino acid. 

37. The composition of Claim 35 wherein K^^^ is a 
hydrophobic amino acid. 

38. The composition of Claim 35 wherein Rj^^ is 
glutamic acid or aspartic acid. 

39. The composition of Claim 34 wherin said magainin 
pepjtride is of the following basic peptide structure: 

"■*14-^ll-^14a-^12"Hl-^ll-^12-^13-^ll- 

H4"H2"^11-%1"^12'" » 
wherein R^^j^ is a hydrophobic amino acid, Rj^2 is a basic 
hydrophiiic amino acid, R^^^ is a^hydrophobic , neutral 
hydrophiiic, or basic hydrophiiic amino acid, and and 
^14a hydrophobic or basic hydrophiiic amino acids . 

40. The coaqjosition of Claim 39 wherein is a 
hydcbphobic or basic hydrophiiic amino acid. 

41. The composition of Claim 39 wherein Rj^^^ is a 
hydrophobic amino acid. 

42. The composition of Claim 29 wherein the peptide 
is a cecropin. 

43. The co^osition of Claim 29 wherein the peptide 
is a siBircotoxin. 

44. The composition of Claim 29 wherein the peptide 
is a XPF peptide. 

45. The composition of Claim 29 wherein the peptide 
is a PGLa peptide. 
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46. The composition of Claim 29 wherein the peptide 
is a CPF peptide. 

47. The composition of Claim 29 wherein said 
antibiotic is a bacitracin or a derivative or analogue 
thereof. 

48. The composition of Claim 29 wherein said 
antibiotic is an aminoglycoside antibiotic. 

49. The composition of Claim 48 wherein said 
aminoglycoside antibiotic is tobramycin or a derivative or 
analogue thereof. 

50. The composition of Claim 48 wherein said 
aminoglycoside antibiotic is a gentamicin or a derivative 
or analogue thereof. 

51. The composition of Claim 29 wherein said 
antibiotic is a penicillin or derivative or analogue 
thereof. 

52. The composition of Claim 29 wherein said 
antibiotic is a monobactam or derivative or analogue 
thereof. 

53. The composition of Claim 29 wherein said 
antibiotic a hydrophobic antibiotic. 

54. The composition of Claim 53 wherein said 
hydrophobic antibiotic is a macrolide antibiotic. 

55. The composition of Claim 54 wherein said 
macrolide antibiotic is erythromycin or a derivative or 
analogue thereof. 

56. The composition of Claim 29 wherein said 
antibiotic is a 50-S ribosome inhibitor. 

57. The composition of Claim 29 wherein said 
antibiotic has a large lipid- like lactone ring. 
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